Correction {#Sec1}
==========

Table [1](#Tab1){ref-type="table"} of this original publication contained an error. The updated Table [1](#Tab1){ref-type="table"} is published in this correction article \[[@CR1]\].Table 1Classification and general features of *Genusspecies* strain designation^T^ \[19\]MIGS IDPropertyTermEvidence code^a^ClassificationDomain: Viruses, dsDNA virusesTAS \[21\]Phylum: unassignedClass: unassignedOrder: *Caudovirales*TAS \[21\]Family: *Myoviridae*TAS \[21\]Genus: unassignedSpecies: unassigned(Type) strain: unassignedGram stainN/ACell shapeN/AMotilityN/ASporulationN/ATemperature rangeN/AOptimum temperatureN/ApH range; OptimumN/ACarbon sourceN/AMIGS-6HabitatWaterIDAMIGS-6.3SalinityN/AMIGS-22Oxygen requirementN/AMIGS-15Biotic relationshipIntracellular parasite of *Escherichia coli* H8IDAMIGS-14PathogenicityLytic phage of *Escherichia coli* H8IDAMIGS-4Geographic locationChinaIDAMIGS-5Sample collectionApril, 2017IDAMIGS-4.1Latitude40°NIDAMIGS-4.2Longitude116°EIDAMIGS-4.4AltitudeUnknown^a^Evidence codes - *IDA* inferred from direct assay, *TAS* traceable author statement (i.e., a direct report exists in the literature). These evidence codes are from the Gene Ontology project \[20\]

The original article can be found online at 10.1186/s40793-017-0304-9
